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® EH5IIAGORA2 &) YV — L% L, b b OGNMIEE 7032 FRicoWwT, ¥/ LA7Z =L T
DRGH D constraint-based € 7 L& FEF L 72 (X 1),

® AGORA2 IC X o THEFE I N-ET vk, FEERNICBIER I N 2 EPI DR ALl % 0.72 55
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a b Feature No. in AGORA2 (AGORA 1.03)
Reconstructed strains 7,302 (818)
[Phyla 25 (15)
2 g | Classes 39 (27)
§ § [Order 81(51)
2 3 | Families 163 (106)
2 © | Genera 483 (258)
| Species (characterized) 1,235 (641)
Species (uncharacterized) 503 (52)
> Human-associated 7175
g Mouse-associated 127
3 [ PubSEED/KBase database 2,41
& Literature research 1,181 (+817)
E Personal communication 132
2 Forster et al. (2019) resource 761
c Feature Refined Draft
N p Reactions 172313+ 817.14 1,306.43 + 368.19
 AGORA2: Metabolites 1,538.67685.08 | 1,238.41+ 327.17
7,302 reconstructions of Genes 906.71:336.49 | 944.79+ 396.89
i z z | Compartments cep c.e
divesse microorgantems Growth on UM (aerobic) 7,302 (100%) 7,302 (100%)
Growth on UM (anaerobic] 7,302 (100%) 5,629 (77%)
Growth on CM (aerobic) 7,302 (100%) 1,971 (27%)
Growth on CM (anaerobic) 7.294 (100%) 1,736 (24%)
Lactobacilliales ATP flux on CM (aerobic) 75.74 £ 37.55 872.2 £ 291.92
ATP flux on CM (anaerobic) 48.82 + 27.61 863.37 + 300.09
d Feature No. strains with Percentage of strains
available data agreeing with data
Refined Draft
ad Bile acid metabolism 228 100.00% 0.00%
Bacilliales Carbon sources 6,838 99.99% 414%
Drug metabolism 5,373 99.72% 0.00%
| Fermentation pathways | 6,210 99.94% 0.71%
Growth on defined media | 4,667 99.70% 0.84%
Metabolite an? 96.55% 9.36%
Metabolite uptake 3,997 99.40% 13.08%
Putrefaction pathways 393 99.75% 1.78%
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